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Enzymes that Modify Core Histones and Their Sites of Modification
The nucleosome is the fundamental unit of chromatin. It is composed of an octamer of the four core histones (H3, H4, H2A, H2B) around which 147 base pairs of DNA 
are wrapped. Several distinct classes of enzyme can modify histones at multiple sites. This SnapShot depicts those histone-modifying enzymes whose specificity has 
been determined. The modifications these enzymes mediate play important roles in processes involving DNA manipulation, such as transcription, repair, and replica-
tion. Figure adapted from Margueron et al. (2005).
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